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<170>MS DOS text only - saved from Word 6.0 

<210> 1 
<211>290 
<212>DNA 

<213> Coryndiacterium glutamicum 
Table 1 



MNPIQLDTLL SIIDEGSFEG ASLALSISPS AVSQRVKALE HHVGRVLVSR 50 

Helix-Tum-Helix-Motiv 
TQPAKATEAG EVLVQAARKM VLLQAETKAQ LSGRLAEIPL TIAINADSLS 100 

TWFPPVFNEV ASWGGATLTL RLEDEAHTLS LLRRGDVLGA VTREANPVAG 150 

CEWELGTMR HLAIATPSLR DAYMVDGKLD WAAl^VLRFG PKDVLQDRDL 200 

DGRVDGPVGR RRVSIVPSAE GFGEAIRRGL GWGLLPETQA APMLKAGEVI 250 

LLDEIPIDTP MYWQRWRLES RSLARLTDAV VDAAESGLRP 290 



<210>2 
<211> 2374 
<212> DNA 

<213>Comyd)acterium glutamicum 
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Table 2 

60 

GGTAAACGAC TTCCACAATG AGACGGACCG GGTTAAGGACGCCCGCTTCTrCACTnTTG 

120 

/LysG 

GGACTTGGAA AAGTCTTCAT TGATTCCGGC GTTAGGGAGC TAACGACGTA GTTGCTGCCG 

PR LGE I AADVVA 

180 

CAGACACTCA GATCGATCTC TAGATCTAAG GTCCGCGGTA GCAACGGTTA TGTAGCCACA 
DTL RALSRSELRWRQWYMPT 

240 

CAGTTACCCA TAGAGTAGCT CCTCCTAGTG AAGAGGACGA AAATCGTACC CTCGTCGAAC 
DIP lEDLLIVEGA KLMPAAQ 

300 

CCAAAGCCCT TCTTCAGGGG TTGGTTCCGG AGCCGCTTAA CGGAGTGGTT TTGGAAGGCG 
TEPLLGWGLG RRI AEGFGEA 

360 

GCTGCCCTGT TACCTATGCG CGGACGCGGG GTGTCCTGGT AGCTGCGCGG GCAGGTCCAG 
SPV ISVRRRGVPGDVR G OLD 

420 

TGCCAGAACT TCGTGTAGAA ACCCTGGCTT CGCATTCTGC CCGTAGCGTC GGGTTAGATC 
RDQLVD KPGF RLVPMAAWDL 

480 

AAAGGGTAGT TGGTACATCC GTAGGGCGTT ACTCCCCCAA CGTTACCGGT TCACCGCGTA 
KGDVMYADRL SPT AIALHRM 

540 

CCAAGGTTCA AGATGATGAA GTGTAGGGCG GTGCCCTAAT CGAAGTGCCC AATGGCGAGG 
TGL EVV ECGAVPNAERTVAG 

600 

ATnTGTAGA GGTGCGGCGT CGTTCCTATr ACACACGCGA AGTAGAAGGT TCGCGTCGCA 
LVD GRR LLSLTHAEDE LRLT 

660 

CTCGCAACGA GGTGGGGTTC ITCGATGGAG CAACTTGTGC CCTCCnTGG TACACCTATC 
LTA GGWSAVE NFVPPFWTSL 

720 

GCTTAGACGC AACTACCGCT ACCAATTGCC CTAAAGTCGT TCCGCAGGTC TATCAACGCG 
SDA NIAITLP I EALRG SLQA 

780 

AAATCAAAGA CGAACGTCGT TGTGGTAAAA GGCGCGACGA ACGTGTTCCT GAAGTGGGCG 
KTEAQLLVMKRAA QVLVEGA 

840 

AAGCCAACGA AACCGGCCAA CCCACGCGCT ATGGTTGTGA GCTGGGTGCA CTACGAGCTC 
ETA KAP QTRSVLV RGVHHEL 

900 

TCGAAATTGC GCGACTGAGT GGCGGCTCCC CCTTTACCTT TCCCGATTCC TCCGCGGAAG 
AKVRQS VASPSISLALSAGE 



, RCGS 960 
<--LysG 

CTTCGACGGA AGTAGTTACT AACTCTCGTT TCACAGGTC AACTFACCCC AAGTA 5' 

5' - - - TGCCTTCATCAATGATTGAGAGCAAAGTGTCCAGTTGAATGGGGTTCATGAAGCT 
PSGEDI ISLLTDLQIPNM 
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RBS 1020 

ATATTAAACC ATGTTAAGAA CCAATCATTT TACTTAAGTA CTTCCATAGG TCACGATGGT 

M V 
LysE— > 

1080 

GATCATGGAA ATCTTCATTA CAGGTCTGCT TTTGGGGGCC AGTCTTTTAC TGTCCATCGG 
IME IFITGLLLGASLLLSIG 

1140 

ACCGCAGAAT GTACTGGTGA TTAAACAAGG AATTAAGCGC GAAGGACTCA TTGCGGTTCT 
PQNVLVI KQG IKREGLI AV L 

1200 

TCTCGTGTGT TTAAnTCTG ACGTCmTT GTTCATCGCC GGCACCTTGG GCGTTGATCT 
LVC LISDVFLFIAGTLGVDL 

1260 

TTTGTCCAAT GCCGCGCCGA TCGTGCTCGA TATTATGCGC TGGGGTGGCA TCGCTTACCT 
LSNAAP I VLDIMRWGGI AYL 

1320 

GTTATGGTTT GCCGTCATGG CAGCGAAAGA CGCCATGACA AACAAGGTGG AAGCGCCACA 
LWFAVMAAKDAMTNKVE APQ 

1380 

GATCATTGAA GAAACAGAAC CAACCGTGCC CGATGACACG CCnTGGGCG GTTCGGCGGT 
IIEE TEP TVP DDT PLGG SAV 

»»>» > < «««< 

1440 

GGCCACTGAC ACGCGCAACC GGGTGCGGGT GGAGGTGAGC GTCGATAAGC AGCGGGTTTG 
ATD TRNRVRVEVSVDKQRVW 

1500 

GGTAAAGCCC ATGTTGATGG CAATCGTGCT GACCTGGTTG AACCCGAATG CGTATTTGGA 
VKPMLMA IVL TWLNPN AYLD 

1560 

CGCGTTTGTG TTTATCGGCG GCGTCGGCGC GCAATACGGC GACACCGGAC GGTGGATTTT 
AFVFIGG VGAQYGDTGRWIF 

1620 

CGCCGCTGGC GCGTTCGCGG CAAGCCTGAT CTGGTTCCCG CTGGTGGGTT TCGGCGCAGC 
AAG AFAASLIWFP LVGFGAA 

1680 

AGCATTGTCA CGCCCGCTGT CCAGCCCCAA GGTGTGGCGC TGGATCAACG TCGTCGTGGC 
ALSRPLS SPK VWRWINVVVA 

1740 

»»»> «««< / oif3 

- N E R T K 

5' CTAC TGGCGTAACC GGTAGTTTGA CTACAACTAC CCAATCAAAA GCGCCCAAAA 

AGTTGTGATG ACCGCATTGG CCATCAAACT GATGTTGATG GGTTAGTnT CGCGGG 5' 
VVMTALAIKLMLMG- 

LysE / »»> 

1800 

CCTTAGCCAC CGGAAGCGGG TTTACAACTA CGGCCGCAGC ACCCTTTAGA GTAGCTAGCG 
SDTAKAWINIGADHSI EDIA 

««< 

1860 

GAGGTTGAGC CGCAGTCTTT TGAGGITCAA CAACTCACTT AGTTCCGACA ACAGGTCGAC 
ELEADSFELNNLS DLS NDLQ 
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GAGTTGACTG dTCGTGGTT AGTTACGTGA CCAGTGCCAT AGGCGCGGCA TGAGAGGAAC 
EVSSAGI LAS TVT DAGYEGQ 

1980 

GAGCGCGTCG TGGGTACGTT CGCGGTAGAC GCGTTCACTG ACGGGCGCAA GGACCCGCTA 
ERLVWALAMQALS QGR EQAI 

2040 

CAGTAACTCG AACGCCTGGT ATAGTTATAA CAAGTGCAAG TTGTACGGGA GTCTGTCCCT 
DNLKRV MDINNVNLMGESL S 

2100 

GAATGGGACC GACCGCGCCC TTGGGAGACC TTAAGGTAGC TCTATAAACA GGCACTCGTC 
KGQSAR SGEP IGDLYKDTLL 

2160 

CGGGACGCGT TCACCACTCT TTCGTTACTG CGGTTCTGGT AACAACCGTC GACTGACGTT 
GQALPSFAIVGLGNNAASQL 

2220 

GTTCAAGAGT GGCAGTAGCG GGCCAAGGAG GTGGGTTGCT AATTACTACC TTATCGAACC 
LNEGDDGPEE VWRNI ISYSP 

2280 

GACTACTTAG TCTTCGCCCG TCGGGAGGAG GCGGTACTTG AGTCGGCGGA GGCGACACTC 
QHI LLPCGEEAMFE AA EATL 

2340 

GAGACCTGGC ATCCTTCTTT ATGGGTGCAT TTCTCGG AAA GGTCTGCGTT GTTACAGTGC 
EPGYSS IGVYLAKGSAVI DR 

2374 

/-orf3+ 

GTTACGCATG TACCAAAGAA GGTITCCTCA TAGA 
LAYMTE ELPTD 



<210> 3 
<211> 236 
<212>DNA 

<213> Corynebacterium glutamicum 



Tables 



MVIMEIFITG LLLGASLLLS IGPQNVLVK QGKREGLIA VLLVCLISDV 50 

TMHl TMH2 
FLFIAGTLGVDIXSNAAPIVLDIMRWGGIAYIXWFAVMAAKDAMTNKVE 100 
TMH3 

PQIIEETEPTVPDDmGGSAVATDTRNRVR\«VSVDK<^VWVKP]VlLMAI 150 

VLTWLNPNAY LDAFVFIGGV GAQYGDTGRW IFAAGAFAAS LIWFPLVGFG 200 

TMH4 TMH5 
AAALSRPLSSPKVWRWINWVAVVMTALAIKLMLMG 236 

TMH6 
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